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<210> 1 

<211> 1392 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (183) . . (959) 

<220> 

<221> mat_peptide 

<222> (261) . . () 



<220> 
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<221> sig_peptide\ 
<222> (183) . . (260) 



<400> 1 

cctctccacg cgcacgaact fcagccaacga tttctgatag atttttggga gtttgaccag 

agatgcaagg ggtgaaggag cgcttcctac cgttagggaa ctctggggac agagcgcccc 

ggccgcctga tggccgaggc agggtgcgac ccaggaccca ggacggcgtc gggaaccata 

cc atg gcc egg ate ccc aacX acc eta aag ttc gtc gtc gtc ate gtc 
Met Ala Arg lie Pro LysYrhr Leu Lys Phe Val Val Val lie Val 
-25 \20 -15 



\ 



gcg gtc ctg ctg cca gtc eta get tac tct gcc acc act gcc egg cag 
Ala Val Leu Leu Pro Val Leu Ala Tyr Ser Ala Thr Thr Ala Arg Gin 
-10 -5 \ -11 5 

gag gaa gtt ccc cag cag aca gta gcc cca cag caa cag agg cac age 
Glu Glu Val Pro Gin Gin Thr Val\Ala Pro Gin Gin Gin Arg His Ser 
10 \ 15 20 



60 
120 
180 
227 

275 

323 



ttc aag ggg gag gag tgt cca gca gga tct cat aga tea gaa cat act 
Phe Lys Gly Glu Glu Cys Pro Ala GlV Ser His Arg Ser Glu His Thr 
25 30\ 35 

gga gcc tgt aac ccg tgc aca gag ggt gtg gat tac acc aac get tec 
Gly Ala Cys Asn Pro Cys Thr Glu Gly Val Asp Tyr Thr Asn Ala Ser 
40 45 \ 50 



371 



419 



aac aat gaa cct tct tgc ttc cca tgt aca gtt tgt aaa tea gat caa 
Asn Asn Glu Pro Ser Cys Phe Pro Cys ThrWal Cys Lys Ser Asp Gin 
55 60 \ 65 

aaa cat aaa agt tec tgc acc atg acc aga ga^c aca gtg tgt cag tgt 
Lys His Lys Ser Ser Cys Thr Met Thr Arg Asp Thr Val Cys Gin Cys 
70 75 80 \^ 85 

aaa gaa ggc acc ttc egg aat gaa aac tec cca gag atg tgc egg aag 
Lys Glu Gly Thr Phe Arg Asn Glu Asn Ser Pro Glu Met Cys Arg Lys 
90 95 \ 100 



467 



515 



563 



tgt age agg tgc cct agt ggg gaa gtc caa gtc agt\aat tgt acg tec 

Cys Ser Arg Cys Pro Ser Gly Glu Val Gin Val Ser Asn Cys Thr Ser 
105 110 \ 115 

tgg gat gat ate cag tgt gtt gaa gaa ttt ggt gcc aatx gcc act gtg 

T rp Asp Asp lie Gin Cys Val Glu Glu Phe Gly Ala AsnVVla Thr Val 
120 125 130 



611 



659 



gaa acc cca get get gaa gag aca atg aac acc age ccg ggg^act cct 
Glu Thr Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro 
135 140 145 



707 
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gcc cca get gctl gaa gag aca atg aac acc age cca ggg act cct gec 

Ala Pro Ala AlalGlu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro Ala 

150 \ 155 160 165 

cca get get gaa aag aca atg acc acc age ccg ggg act cct gee cca 
Pro Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Pro 
l\o 175 180 

get get gaa gag aca\ atg acc acc age ccg ggg act cct gee cca get 
Ala Ala Glu Glu Thr\Met Thr Thr Ser Pro Gly Thr Pro Ala Pro Ala 
185 \ 190 195 

get gaa gag aca atg kec acc age ccg ggg act cct gee tct tct cat 
Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Ser Ser His 
200 \ 205 210 

tac etc tea tgc acc atfc gta ggg ate ata gtt eta att gtg ctt ctg 
Tyr Leu Ser Cys Thr Ile\ Val Gly lie lie Val Leu lie Val Leu Leu 
Q 215 \220 225 

03 att gtg ttt gtt tgaaagact^t cactgtggaa gaaattcctt ccttacctga 

fU He Val Phe Val 

01 230 

U aaggttcagg taggegctgg ctga^agegg ggggcgctgg acactctctg ccctgcctcc 

^ ctctgctgtg ttcccacaga cagaaaV:gcc tgcccctgcc ccaagtcctg gtgtctccag 

lS cctggctcta tcttcctcct tgtgatcbtc ccatccccac atcccgtgca ccccccagga 

™ ccctggtctc atcagtccct ctcctggagc tgggggtcca cacatctccc agccaagtcc 

E \ 

is=? aagaggcagg gccagttcct cccatcttcaX ggcccagcca ggcagggggc agtcggctcc 

" V 

tcaactgggt gacaagggtg aggatgagaa gtggtcacgg gatttattca gecttggtea 
gagcagaaca cagagatttt ccgtgaaaaa aac 



755 

803 

851 

899 

947 

999 

1059 
1119 
1179 
1239 
1299 
1359 
1392 



<210> 2 

<211> 259 

<212> PRT 

<213> Homo sapiens 

<400> 2 



~Met — Ala - Arg - Tle~Pro~L"ys — Thr - Leu Lys Phe Val Val\ Val lie Val Ala 
-25 -20 -15 



Val Leu Leu Pro Val Leu Ala Tyr Ser Ala Thr Thr APa Arg Gin Glu 
-10 -5 -11 \ 5 



i 
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Glu Val Pro Gin Gin Thr Val Ala Pro Gin Gin Gin Arg His Ser Phe 
10 \ 15 20 



Lys Gly Glu Glu Cys\Pro Ala Gly Ser His Arg Ser Glu His Thr Gly 
25 \ 30 35 



Ala Cys Asn Pro Cys Thft Glu Gly Val Asp Tyr Thr Asn Ala Ser Asn 
40 \45 50 



Asn Glu Pro Ser Cys Phe Pro Cys Thr Val Cys Lys Ser Asp Gin Lys 
55 60 \ 65 70 



His Lys Ser Ser Cys Thr Met Thr Arg Asp Thr Val Cys Gin Cys Lys 
75 \ 80 85 



^ Glu Gly Thr Phe Arg Asn Glu Asn Ser Pro Glu Met Cys Arg Lys Cys 

U 90 ^5 



•100 



Ser Arg Cys Pro Ser Gly Glu Val GlnWal Ser Asn Cys Thr Ser Trp 
105 110 \ 115 



Asp Asp lie Gin Cys Val Glu Glu Phe Gly. Ala Asn Ala Thr Val Glu 
120 125 \ 130 



Thr Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro Ala 
135 140 145\ 150 



Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro Ala Pro 
155 160 \ 165 



Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pjto Ala Pro Ala 
170 175 \ 180 



Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Vro Ala Ala 
185 190 195 



Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Ser Ser\His Tyr 
200 205 210 



Leu Ser Cys Thr lie Val Gly lie lie Val Leu lie Val Leu Leu\lle 
215 220 225 ' 230 
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Val Phe Val 




<400> 3 



Met Gly Leu Ser Thr Val Pro Asp lieu Leu Leu Pro Leu Val Leu Leu 
1 5 \ 10 15 

Glu Leu Leu Val Gly lie Tyr Pro Ser Gly Val lie Gly Leu Val Pro 
20 25 \ 30 

His Leu Gly Asp Arg Glu Lys Arg Asp SerWal Cys Pro Gin Gly Lys 
35 40 \ 45 

Tyr lie His Pro Gin Asn Asn Ser lie Cys Cys Thr Lys Cys His Lys 
50 55 \ 60 

Gly Thr Tyr Leu Tyr Asn Asp Cys Pro Gly Pro Gly Gin Asp Thr Asp 
65 70 75 \ 80 

Cys Arg Glu Cys Glu Ser Gly Ser Phe Thr Ala Ser\Glu Asn His Leu 
85 90 \ 95 



Arg His Cys Leu Ser Cys Ser Lys Cys Arg Lys Glu Met Gly Gin Val 

100 105 \ll0 

Glu lie Ser Ser Cys Thr Val Asp Arg Asp Thr Val Cys Gly Cys Arg 

115 120 125 \ 

Lys Asn Gin Tyr Arg His Tyr Trp Ser Glu Asn Leu Phe Gin Cys Phe 

130 135 140 

Asn Cys Ser Leu Cys Leu Asn Gly Thr Val His Leu Ser Cys Gln\Glu 

145 150 155 160 



\ 



Lys Gin Asn Thr Val Cys Thr Cys His Ala Gly Phe Phe Leu Arg Glu 
165 170 175 



Asn Glu Cys Val Ser Cys Ser Asn Cys Lys Lys Ser Leu Glu Cys Thr 
180 185 190 



Lys Leu Cys Leu Pro Gin lie Glu Asn Val Lys Gly Thr Glu Asp Ser 
195 200 205 



Gly Thr Thr Val Leu Leu Pro Leu Val lie Phe Phe Gly Leu Cys Leu 
210 215 220 



Leu Ser Leu Leu Phe lie Gly Leu Met Tyr Arg Tyr Gin Arg Trp Lys 
225 \ 230 235 240 

Ser Lys Leu Tyr Ser lie Val Cys Gly Lys Ser Thr Pro Glu Lys Glu 
24*5 250 255 

Gly Glu Leu Glu Gly Vhr Thr Thr Lys Pro Leu Ala Pro Asn Pro Ser 
260 \ 265 270 

Phe Ser Pro Thr Pro Glyv Phe Thr Pro Thr Leu Gly Phe Ser Pro Val 
275 \ 280 285 

Pro Ser Ser Thr Phe Thr Ser Ser Ser Thr Tyr Thr Pro Gly Asp Cys 
290 295v 300 

Pro Asn Phe Ala Ala Pro Arg Arg Glu Val Ala Pro Pro Tyr Gin Gly 
305 310 \ 315 320 

Ala Asp Pro lie Leu Ala Thr Ala^Leu Ala Ser Asp Pro lie Pro Asn 
325 \ 330 335 

Pro Leu Gin Lys Trp Glu Asp Ser Ala His Lys Pro Gin Ser Leu Asp 
340 345^ 350 

Thr Asp Asp Pro Ala Thr Leu Tyr Ala Val Val Glu Asn Val Pro Pro 
355 360 \ 365 

Leu Arg Trp Lys Glu Phe Val Arg Arg Leu^Gly Leu Ser Asp His Glu 
370 375 \ 380 

lie Asp Arg Leu Glu Leu Gin Asn Gly Arg C^s Leu Arg Glu Ala Gin 
385 390 

Tyr Ser Met Leu Ala Thr Trp Arg Arg Arg Thr Pro Arg Arg Glu Ala 
405 410 \ 415 

Thr Leu Glu Leu Leu Gly Arg Val Leu Arg Asp MetV Asp Leu Leu Gly 
420 425 \ 430 

Cys Leu Glu Asp lie Glu Glu Ala Leu Cys Gly Pro Ala Ala Leu Pro 
435 440 445\ 

Pro Ala Pro Ser Leu Leu Arg 
450 455 

<210> 4 

<211> 461 

<212> PRT 

-<-2-l-3-> — Homo— sapiens ~ " 



<400> 4 
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Met Ala Pro Val Via Val Trp Ala Ala Leu Ala Val Gly Leu Glu Leu 
1 ^ 10 15 

Trp Ala Ala Ala Hi\ Ala Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr 
20 \ 25 30 

Ala Pro Glu Pro Gly Sar Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin 
35 \ 40 45 

Thr Ala Gin Met Cys Cys Xf r Lys Cys Ser Pro Gly Gin His Ala Lys 
50 s\ 60 

Val Phe Cys Thr Lys Thr Ser\Asp Thr Val Cys Asp Ser Cys Glu Asp 
65 70 \ 75 80 

Ser Thr Tyr Thr Gin Leu Trp Asi* Trp Val Pro Glu Cys Leu Ser Cys 
85 \ 90 95 

Gly Ser Arg Cys Ser Ser Asp Gin vkl Glu Thr Gin Ala Cys Thr Arg 
100 10S 110 

Glu Gin Asn Arg He Cys Thr Cys Arg\pro Gly Trp Tyr Cys Ala Leu 
115 120 \ 125 

Ser Lys Gin Glu Gly Cys Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg 
130 135 \ 140 

Pro Gly Phe Gly Val Ala Arg Pro Gly Thr^lu Thr Ser Asp Val Val 
145 150 3iS5 160 

Cys Lys Pro Cys Ala Pro Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr 
165 170 \ 175 

Asp He Cys Arg Pro His Gin He Cys Asn Val Val Ala He Pro Gly 
180 185 \ 190 

Asn Ala Ser Arg Asp Ala Val Cys Thr Ser Thr Ser\ Pro Thr Arg Ser 
195 200 ^205 

Met Ala Pro Gly Ala Val His Leu Pro Gin Pro Val Ser Thr Arg Ser 



Gin His Thr Gin Pro Thr Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser 
225 230 235 \ 240 

Phe Leu Leu Pro Met Gly Pro Ser Pro Pro Ala Glu Gly SerN^hr Gly 
245 250 2y55 

Asp Phe Ala Leu Pro Val Gly Leu He Val Gly Val Thr Ala Leu^Gly 
260 265 270 



" Leu Leu H e~Tle Gly Val Val Asn Cys Val He Met Thr Gin Val L" 

275 280 285 

Lys Lys Pro Leu Cys Leu Gin Arg Glu Ala Lys Val Pro His Leu Pro 
290 295 300 
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Ala Asp Lys Ala\ Arg Gly Thr Gin Gly Pro Glu Gin Gin His Leu Leu 
305 X 310 315 320 

He Thr Ala Pro Sea: Ser Ser Ser Ser Ser Leu Glu Ser Ser Ala Ser 
325, 330 335 

Ala Leu Asp Arg Arg Ala Pro Thr Arg Asn Gin Pro Gin Ala Pro Gly 
340 \ 345 350 

Val Glu Ala Ser Gly AlaVly Glu Ala Arg Ala Ser Thr Gly Ser Ser 
355 \ 360 365 

Asp Ser Ser Pro Gly Gly His\Gly Thr Gin Val Asn Val Thr Cys He 
370 375 \ 380 

Val Asn Val Cys Ser Ser Ser As^ His Ser Ser Gin Cys Ser Ser Gin 
385 \ 395 400 



Ala Ser Ser Thr Met Gly Asp Thr Asp Ser Ser Pro Ser Glu Ser Pro 
405 V 410 415 

Lys Asp Glu Gin Val Pro Phe Ser Lys^Glu Glu Cys Ala Phe Arg Ser 



420 



425 



430 



Gin Leu Glu Thr Pro Glu Thr Leu Leu Gly Ser Thr Glu Glu Lys Pro 
435 440 \ 445 

Leu Pro Leu Gly Val Pro Asp Ala Gly Met Lys Pro Ser 
450 455 \ 460 

<210> 5 

<211> 427 

<212> PRT 

<213> Homo sapiens 



<400> 5 

Met- Gly Ala Gly Ala Thr Gly Arg Ala Met Asp Gly ProWg Leu Leu 



10 



15 



Leu Leu Leu Leu Leu Gly Val Ser Leu Gly Gly Ala Lys Glu Ala Cys 
20 25 30 \ 

Pro Thr Gly Leu Tyr Thr His Ser Gly Glu Cys Cys Lys Ala Cys Asn 
35 40 45 \ 

~Leu~Gl-y~Gl-u-Gl-y^ V, s 

50 55 60 

Glu Pro Cys Leu Asp Ser Val Thr Phe Ser Asp Val Val Ser Ala Thr 
65 70 75 80 
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Glu Pro Cys Lys Pro Cys Thr Glu Cys Val Gly Leu Gin Ser Met Ser 
85 \ 90 95 

Ala Pro Cys Val Glu AlaN^sp Asp Ala Val Cys Arg Cys Ala Tyr Gly 
100 \ 105 110 

Tyr Tyr Gin Asp Glu Thr Thk Gly Arg Cys Glu Ala Cys Arg Val Cys 
115 \l20 125 

Glu Ala Gly Ser Gly Leu Val Phe Ser Cys Gin Asp Lys Gin Asn Thr 
130 135 \ 140 

Val Cys Glu Glu Cys Pro Asp Gly ¥hr Tyr Ser Asp Glu Ala Asn His 
145 150 \ 155 160 

Val Asp Pro Cys Leu Pro Cys Thr Val\ Cys Glu Asp Thr Glu Arg Gin 
165 V-70 175 

Leu Arg Glu Cys Thr Arg Trp Ala Asp Ala Glu Cys Glu Glu lie Pro 
180 185 \ 190 

Gly Arg Trp lie Thr Arg Ser Thr Pro Pro\ Glu Gly Ser Asp Ser Thr 
195 200 \ 205 

Ala Pro Ser Thr Gin Glu Pro Glu Ala Pro ^>ro Glu Gin Asp Leu lie 
210 215 \ 220 

Ala Ser Thr Val Ala Gly Val Val Thr Thr Val\ Met Gly Ser Ser Gin 
225 230 235\ 240 

Pro Val Val Thr Arg Gly Thr Thr Asp Asn Leu lie Pro Val Tyr Cys 
245 250 \ 255 

Ser lie Leu Ala Ala Val Val Val Gly Leu Val Ala \Tyr He Ala Phe 
260 265 \ 270 

Lys Arg Trp Asn Ser Cys Lys Gin Asn Lys Gin Gly Alk Asn Ser Arg 
275 280 285> 

Pro Val Asn Gin Thr Pro Pro Pro Glu Gly Glu Lys Leu H\s Ser Asp 
290 295 300 

Ser Gly. He Ser Val Asp Ser Gin Ser Leu His Asp Gin Gin ^Pro His 
305 310 315 \ 320 

Thr Gin Thr Ala Ser Gly Gin Ala Leu Lys Gly Asp Gly Gly Leil Tyr 
325 330 335 

Ser Ser Leu Pro Pro Ala Lys Arg Glu Glu Val Glu Lys Leu Leu As^n 
340 345 - 350 



"Gl^-Ser^Ala^Gly^Asp - Thr Trp Arg His Leu Ala Gly Glu Leu Gly Tyr 
355 360 365 



Gin Pro Glu His He Asp Ser Phe Thr His Glu Ala Cys Pro Val Arg 
370 375 380 
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Ala Leu Leu Ala Ser fcrp Ala Thr Gin Asp Ser Ala Thr Leu Asp Ala 



385 



190 



395 



400 



Leu Leu Ala Ala Leu Arg Arg lie Gin Arg Ala Asp Leu Val Glu Ser 
405 \ 410 415 

Leu Cys Ser Glu Ser ThrNAla Thr Ser Pro Val 
420 \ 425 

<210> 6 
<211> 415 
<212> PRT 
<213> Homo sapiens 



<400> 6 

Met Arg Leu Pro 
1 

Leu Leu Leu Gly 
20 



Arg Ala Ser Ser Pro V:ys G1 Y Leu Ala Tr P G1 y Pro 
5 10 15 

Leu Ser Gly Leu Leu Val Ala Ser Gin Pro Gin Leu 
25 \ 30 



Val Pro Pro Tyr 
35 

Glu Tyr Tyr Glu 
50 

Gly Glu Phe Val 
65 



Arg lie Glu Asn Gin ThrXCys Trp Asp Gin Asp Lys 
40 \ 45 

Pro Met His Asp Val Cys C^s Ser Arg Cys Pro Pro 
55 \ 60 

Phe Ala Val Cys Ser Arg Ser \31n Asp Thr Val Cys 
70 75 \ 80 



Lys Thr Cys Pro His Asn Ser Tyr Asn Glu His Trft Asn His Leu Ser 
85 90 \ 95 



Thr Cys Gin Leu 
100 

Val Ala Pro Cys 
115 

Gly Met Ser Cys 
130 

Glu Arg Leu Val 
145 



Cys Arg Pro Cys Asp lie Val Leu GiLy Phe Glu Glu 
105 V 110 

Thr Ser Asp Arg Lys Ala Glu Cys Arg \£ys Gin Pro 
120 125 

Val Tyr Leu Asp Asn Glu Cys Val His Cy^ Glu Glu 
135 140 

Leu Cys Gin Pro Gly Thr Glu Ala Glu Val ittir Asp 
150 155 \ 160 



-Glu~ITe~Met~~Asp Thr Asp Val Asn Cys Val Pro Cys Lys Pro Gly\His 
165 170 175 



Phe Gin Asn Thr 
180 



Ser Ser Pro Arg Ala Arg Cys Gin Pro His Thr Ar 
185 190 
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Cys Glu lie Gin Gly Leu Val Glu Ala Ala Pro Gly Thr Ser Tyr Ser 
195 \ 200 205 

Asp Thr lie Cys Lys Asn V>ro Pro Glu Pro Gly Ala Met Leu Leu Leu 
210 2CL5 220 

Ala lie Leu Leu Ser Leu Va\ Leu Phe Leu Leu Phe Thr Thr Val Leu 
225 230 \ 235 240 

Ala Cys Ala Trp Met Arg His pVo Ser Leu Cys Arg Lys Leu Gly Thr 
245 \ 250 255 

Leu Leu Lys Arg His Pro Glu Gly ^Slu Glu Ser Pro Pro Cys Pro Ala 
260 2^5 270 

Pro Arg Ala Asp Pro His Phe Pro Asp\Leu Ala Glu Pro Leu Leu Pro 
275 280 \ 285 

Met Ser Gly Asp Leu Ser Pro Ser Pro Al^a Gly Pro Pro Thr Ala Pro 
290 295 \ 300 



Ser Leu Glu Glu Val Val Leu Gin Gin Gin Wr Pro Leu Val Gin Ala 
305 310 3J.5 320 



Arg Glu Leu Glu Ala Glu Pro Gly Glu His Gly Gin Val Ala His Gly 
325 330 \ 335 



Ala Asn Gly lie His Val Thr Gly Gly Ser Val T hr v *l Thr Gly Asn 
340 345 \ 350 

lie Tyr lie Tyr Asn Gly Pro Val Leu Gly Gly ThV Arg Gly Pro Gly 
355 360 \ 365 

Asp Pro Pro Ala Pro Pro Glu Pro Pro Tyr Pro Thr Pro Glu Glu Gly 
370 375 380 

Ala Pro Gly Pro Ser Glu Leu Ser Thr Pro Tyr Gin Gluv Asp Gly Lys 
385 390 395 \ 400 

Ala Trp His Leu Ala Glu Thr Glu Thr Leu Gly Cys Gin A^p Leu 
405 410 \ 415 

<210> 7 
<211> 335 
<212> PRT 
<213> Homo sapiens 



<400> 7 



Met Leu Gly lie Trp Thr Leu Leu Pro Leu Val Leu Thr Ser Val Ala 
15 10 15 
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Arg Leu Ser Ser Lys Ser\ Val Asn Ala Gin Val Thr Asp He Asn Ser 
20 \ 25 30 

Lys Gly Leu Glu Leu Arg Ays Thr Val Thr Thr Val Glu Thr Gin Asn 
35 \ 40 45 

Leu Glu Gly Leu His His Asp\Gly Gin Phe Cys His Lys Pro Cys Pro 
50 55 \ 60 

Pro Gly Glu Arg Lys Ala Arg As\ Cys Thr Val Asn Gly Asp Glu Pro 
65 70 \ 75 80 

Asp Cys Val Pro Cys Gin Glu Gly lVs Glu Tyr Thr Asp Lys Ala His 
85 \ 90 95 

Phe Ser Ser Lys Cys Arg Arg Cys Arg Leu Cys Asp Glu Gly His Gly 
100 105 \ 110 

Leu Glu Val Glu He Asn Cys Thr Arg ThK Gin Asn Thr Lys Cys Arg 
115 120 \ 125 

Cys Lys Pro Asn Phe Phe Cys Asn Ser Thr Val Cys Glu His Cys Asp 
130 135 \ 140 

Pro Cys Thr Lys Cys Glu His Gly He He Lys\Glu Cys Thr Leu Thr 
145 150 155 \ 160 

Ser Asn Thr Lys Cys Lys Glu Glu Gly Ser Arg Ser Asn Leu Gly Trp 
165 170 \ 175 

Leu Cys Leu Leu Leu Leu Pro He Pro Leu lie Val Vrp Val Lys Arg 
180 185 \ 190 

Lys Glu Val Gin Lys Thr Cys Arg Lys His Arg Lys Glu Asn Gin Gly 
195 200 205\ 

Ser His Glu Ser Pro Thr Leu Asn Pro Glu Thr Val Ala lie Asn Leu 
210 215 220 

Ser Asp Val Asp Leu Ser Lys Tyr He Thr Thr He Ala Gly^Val Met 
225 230 235 \ 240 

Thr Leu Ser Gin Val Lys Gly Phe Val Arg Lys Asn Gly Val Asn Glu 
245 250 255^ 

Ala Lys He Asp Glu He Lys Asn Asp Asn Val Gin Asp Thr Ala Glu 
260 265 270 \ 

Gin Lys Val Gin Leu Leu Arg Asn Trp His Gin Leu His Gly Lys Lys 
275 280 285 



"Glu - Ala Tyr Asp Thr Leu He Lys Asp Leu Lys Lys Ala Asn Leu Cys 
290 295 300 



Thr Leu Ala Glu Lys He Gin Thr He He Leu Lys Asp He Thr Ser 
305 310 315 320 
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Asp Ser Glu Asn Ser Asn 
325 



ie Arg Asn Glu lie Gin Ser Leu Val 
330 335 



<210> 8 

<211> 260 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Ala Arg Pro His Pro Trp Trp Leu Cys Val Leu Gly Thr Leu Val 
1 5 10\ 15 

Gly Leu Ser Ala Thr Pro Ala Pro Lys Ser\Cys Pro Glu Arg His Tyr 
20 25 \ 30 

Trp Ala Gin Gly Lys Leu Cys Cys Gin Met Cys Glu Pro Gly Thr Phe 
35 40 \ 45 



Leu Val Lys Asp Cys Asp Gin His Arg Lys Ala Ala Gin Cys Asp Pro 
50 55 6\0 



Cys lie Pro Gly Val Ser Phe Ser Pro Asp His His Thr Arg Pro His 
65 70 75 \ 80 



tfis 

75 \ 



Cys Glu Ser Cys Arg His Cys Asn Ser Gly Leu Leu Val Arg Asn Cys 
85 90 \ 95 

Thr lie Thr Ala Asn Ala Glu Cys Ala Cys Arg Asn GlyYrrp Gin Cys 
100 105 110 

Arg Asp Lys Glu Cys Thr Glu Cys Asp Pro Leu Pro Asn Prp Ser Leu 

115 120 125 



\ 



Thr Ala Arg Ser Ser Gin Ala Leu Ser Pro His Pro Gin Pro Thr His 
130 135 140 



\ 



Leu Pro Tyr Val Ser Glu Met Leu Glu Ala Arg Thr Ala Gly His Met 
145 150 155 \l60 



Gin Thr Leu Ala Asp Phe Arg Gin Leu Pro Ala Arg Thr Leu Ser Thr 
165 170 175 



His Trp Pro Pro Gin Arg Ser Leu Cys Ser Ser Asp Phe lie Arg lie* 
180 185 190 



Leu Val lie Phe Ser Gly Met Phe Leu Val Phe Thr Leu Ala Gly Ala 
195 200 205 



Leu Phe Leu His Gin Arg Arg Lys Tyr Arg Ser Asn Lys Gly Glu Ser 
210 215 220 
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Pro Val Glu Pro Ala diu Pro Cys Arg Tyr Ser Cys Pro Arg Glu Glu 
225 23^ 235 240 

Glu Gly Ser Thr lie Pro Yl e Gin Glu Asp Tyr Arg Lys Pro Glu Pro 
245 \ 250 255 

Ala Cys Ser Pro 
260 

<210> 9 
<211> 595 
<212> PRT 
<213> Homo sapiens 



<400> 9 



Met Arg Val Leu Leu Ala Ala Leu Gly Leu Leu Phe Leu Gly Ala Leu 
1 5 10 \ 15 



\ 



Arg Ala Phe Pro Gin Asp Arg Pro Phe Glu Asp Thr Cys His Gly Asn 

20 25 y 30 

Pro Ser His Tyr Tyr Asp Lys Ala Val Arg Arg Cys Cys Tyr Arg Cys 
35 40 \ 45 



Pro Met Gly Leu Phe Pro Thr Gin Gin Cys Pro Gin Arg Pro Thr Asp 
50 55 60 \ 

Cys Arg Lys Gin Cys Glu Pro Asp Tyr Tyr Leu Asp blu Ala Asp Arg 
65 70 75 \ 80 



Cys Thr Ala Cys Val Thr Cys Ser Arg Asp Asp Leu VaU Glu Lys Thr 
85 90 \ 95 



v 



Pro Cys Ala Trp Asn Ser Ser Arg Val Cys Glu Cys Arg Pro Gly Met 
100 105 iao 

Phe Cys Ser Thr Ser Ala Val Asn Ser Cys Ala Arg Cys Phe Phe His 
115 120 125 \ 



Ser Val Cys Pro Ala Gly Met lie Val Lys Phe Pro Gly Thr ifcla Gin 

130 135 140 

Lys Asn Thr Val Cys Glu Pro Ala Ser Pro Gly Val Ser Pro AlaV:ys 

145 150 155 \60 



Ala Ser Pro Glu Asn Cys Lys Glu Pro Ser Ser Gly Thr lie Pro Glr 
165 170 175 



Ala Lys Pro Thr Pro Val Ser Pro Ala Thr Ser Ser Ala Ser Thr Met 
180 185 190 
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Pro Val Arg Gly GlA Thr Arg Leu Ala Gin Glu Ala Ala Ser Lys Leu 
195 \ 200 205 

Thr Arg Ala Pro Asp SeNr Pro Ser Ser Val Gly Arg Pro Ser Ser Asp 
210 \ 215 220 

Pro Gly Leu Ser Pro Thr &Ln Pro Cys Pro Glu Gly Ser Gly Asp Cys 
225 230 \ 235 240 

Arg Lys Gin Cys Glu Pro AspYryr Tyr Leu Asp Glu Ala Gly Arg Cys 
245 \ 250 255 

Thr Ala Cys Val Ser Cys Ser Ar^ Asp Asp Leu Val Glu Lys Thr Pro 
260 \265 270 

Cys Ala Trp Asn Ser Ser Arg Thr Cys Glu Cys Arg Pro Gly Met lie 
275 280 \ 285 

Cys Ala Thr Ser Ala Thr Asn Ser Cys Via Arg Cys Val Pro Tyr Pro 
290 295 \^ 300 

lie Cys Ala Ala Glu Thr Val Thr Lys Pro Gin Asp Met Ala Glu Lys 
305 310 \^315 320 

Asp Thr Thr Phe Glu Ala Pro Pro Leu Gly Thr Gin Pro Asp Cys Asn 
325 330 \ 335 

Pro Thr Pro Glu Asn Gly Glu Ala Pro Ala Ser Thr Ser Pro Thr Gin 
340 345 \ 350 

Ser Leu Leu Val Asp Ser Gin Ala Ser Lys Thr Leu Pro lie Pro Thr 
355 360 \ 365 

Ser Ala Pro Val Ala Leu Ser Ser Thr Gly Lys Pro^al Leu Asp Ala 
370 375 380 

Gly Pro Val Leu Phe Trp Val lie Leu Val Leu Val Val Val Val Gly 
385 390 395 \ 400 



Ser Ser Ala Phe Leu Leu Cys His Arg Arg Ala Cys Arg Lys Arg lie 
405 410 \ 415 



V" 



Arg Gin Lys Leu His Leu Cys Tyr Pro Val Gin Thr Ser Gin, Pro Lys 
420 425 430\ 



Leu Glu Leu Val Asp Ser Arg Pro Arg Arg Ser Ser Thr Gin Leu Arg 
435 440 445 



Ser Gly Ala Ser Val Thr Glu Pro Val Ala Glu Glu Arg Gly Leu\Met 
450 455 460 



Ser Gin Pro Leu Met Glu Thr Cys His Ser Val Gly Ala Ala Tyr Leu 
465 470 475 480 



Glu Ser Leu Pro Leu Gin Asp Ala Ser Pro Ala Gly Gly Pro Ser Ser 
485 490 495 



# 
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Pro Arg Asp Leu ProXGlu Pro Arg Val Ser Thr Glu His Thr Asn Asn 

500 \ 505 510 

Lys lie Glu Lys He T^r He Met Lys Ala Asp Thr Val He Val Gly 
515 \ 520 525 

Thr Val Lys Ala Glu Leu tro Glu Gly Arg Gly Leu Ala Gly Pro Ala 
530 S§5 540 



Glu Pro Glu 
545 



Leu Glu Glu Glu\ Leu Glu Ala Asp His Thr Pro His Tyr 
550 \ 555 560 



Pro Glu Gin Glu Thr Glu Pro Pi\p Leu Gly Ser Cys Ser Asp Val Met 
565 \ 570 575 

Leu Ser Val Glu Glu Glu Gly Lys &lu Asp Pro Leu Pro Thr Ala Ala 
580 5§5 590 

Ser Gly Lys 
595 



<210> 10 

<211> 277 

<212> PRT 

< 2 1 3 > Homo 



sapiens 



<400> 10 

Met Val Arg Leu Pro Leu Gin Cys Val Leu Trp Gly\Cys Leu Leu Thr 
1 5 10 \ 15 

Ala Val His Pro Glu Pro Pro Thr Ala Cys Arg Glu Lys Gin Tyr Leu 
20 25 \^3 0 

He Asn Ser Gin Cys Cys Ser Leu Cys Gin Pro Gly Gin Lys Leu Val 
35 40 45 

Ser Asp Cys Thr Glu Phe Thr Glu Thr Glu Cys Leu Pro Cys\Gly Glu 
50 55 60 

Ser Glu Phe Leu Asp Thr Trp Asn Arg Glu Thr His Cys His Gin His 
65 70 75 \ 80 

Lys Tyr Cys Asp Pro Asn Leu Gly Leu Arg Val Gin Gin Lys Gly Thr 
85 90 95 \ 



Ser Glu Thr Asp Thr He Cys Thr Cys Glu Glu Gly Trp His Cys Thi 
100 105 110 



Ser Glu Ala Cys Glu Ser Cys Val Leu His Arg Ser Cys Ser Pro Gly 
115 120 125 



# 



•17- 



Phe Gly Val Lys Glh lie Ala Thr Gly Val Ser Asp Thr lie Cys Glu 
130 \ 135 140 



Pro Cys Pro 
145 



Val GlyNphe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys 
.50 155 160 



Cys His Pro Trp Thr SeV Cys Glu Thr Lys Asp Leu Val Val Gin Gin 

165 \ 170 175 

Ala Gly Thr Asn Lys Thr a'sp Val Val Cys Gly Pro Gin Asp Arg Leu 
180 \ 185 190 



Arg Ala Leu 
195 



Val Val lie Pro \Ele lie Phe Gly lie Leu Phe Ala lie 
2^00 205 



Leu Leu Val 
210 

Lys Ala Pro 
225 



Leu Val Phe lie Lys\ Lys Val Ala Lys Lys Pro Thr Asn 

215 \ 220 

His Pro Lys Gin Glu Pro Gin Glu lie Asn Phe Pro Asp 

230 \ 235 240 



Asp Leu Pro Gly Ser Asn Thr Ala Ala\ Pro Val Gin Glu Thr Leu His 
245 \250 255 

Gly Cys Gin Pro Val Thr Gin Glu Asp Gly Lys Glu Ser Arg lie Ser 
260 265 \ 270 



Val Gin Glu 
275 



Arg Gin 



<210> 11 

<211> 255 

<212> PRT 

<213> Homo 



sapiens 



<400> 11 

Met Gly Asn Ser Cys Tyr Asn lie Val Ala Thr Leu Leu\Leu Val Leu 
1 5 10 \ 15 

Asn Phe Glu Arg Thr Arg Ser Leu Gin Asp Pro Cys Ser Ash Cys Pro 
20 25 30 



Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gin lie Cys Ser P^ro Cys 
35 40 45 



Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gin Arg Thr Cys Asp Nile 
50 55 60 \ 



Cys Arg Gin Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Sei 
65 70 75 80 



-18- 

Thr Ser Asn Al<^ Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly 
,85 90 95 

Ala Gly Cys Ser Met Cys Glu Gin Asp Cys Lys Gin Gly Gin Glu Leu 
100 \ 105 110 

Thr Lys Lys Gly Cys\x.ys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gin 
115 \ 120 125 

Lys Arg Gly lie Cys Ar& Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys 
130 V35 140 

Ser Val Leu Val Asn Gly TAr Lys Glu Arg Asp Val Val Cys Gly Pro 
145 150 \ 155 160 

Ser Pro Ala Asp Leu Ser Pro Gly Ala Ser Ser Val Thr Pro Pro Ala 
165 \ 170 175 

Pro Ala Arg Glu Pro Gly His SeA Pro Gin lie lie Ser Phe Phe Leu 
180 \bs 190 

Ala Leu Thr Ser Thr Ala Leu Leu Pne Leu Leu Phe Phe Leu Thr Leu 
195 200 \ 205 

Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr lie Phe 
210 215 \ 220 

Lys Gin Pro Phe Met Arg Pro Val Gin ThrVrhr Gin Glu Glu Asp Gly 
225 230 335 240 

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu GlV Gly Cys Glu Leu 
245 250 \ 255 

<210> 12 
<211> 277 
<212> PRT 
<213> Homo sapiens 

<400> 12 

Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala A\a Leu 
15 10 15> 

Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys ^al 
20 25 30 



Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro 1 
35 40 45 

Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gin Asn Thr Val Cys 
50 55 60 



Arg Pro Cys 
65 

Cys Lys Pro 
Gin Leu Cys 



Thr Gin Pro 
115 

Pro Pro Gly 
130 

Thr Asn Cys 
145 

Ser Ser Asp 
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Gly Pro GiLy Phe Tyr Asn Asp Val Val Ser Ser Lys Pro 

75 80 



Cys Thr 
85 

Thr Ala 
100 

Leu Asp 



Gin Glu Thr 

Glu Ala Trp 
195 

Val Pro Gly 
210 

Leu Gly Leu 
225 

Arg Arg Asp 
Gly Ser Phe 



Thr Leu Ala 
275 



His Phe 

Thr Leu 

Ala lie 
165 

Gin Gly 
180 

Pro Arg 
Gly Arg 
Leu Gly 



Gin Arg 
245 

Arg Thr 
260 

Lys lie 




Asn Leu Arg Ser Gly Ser Glu Arg Lys 
90 95 

Asp Thr Val Cys Arg Cys Arg Ala Gly 
105 110 



Lys Pro Gly Val Asp Cys Ala Pro Cys 
20 125 

Gj\y Asp Asn Gin Ala Cys Lys Pro Trp 
140 

Lys His Thr Leu Gin Pro Ala Ser Asn 

155 160 

Cys Glu Asp Arg\ Asp Pro Pro Ala Thr Gin Pro 
\l70 175 

Pro Pro Ala Arg Pro lie Thr Val Gin Pro Thr 
185 \ 190 

Thr Ser Gin Gly Proy Ser Thr Arg Pro Val Glu 
200 \ 205 

Ala Val Ala Ala lie L x eu Gly Leu Gly Leu Val 
215 \ 220 

Pro Leu Ala lie Leu LeuYAla Leu Tyr Leu Leu 
230 235 \ 240 

Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly 
250 \ 255 

Pro lie Gin Glu Glu Gin Ala \sp Ala His Ser 
265 \ 270 



<210> 13 

<211> 349 

<212> PRT 

< 2 1 3 > Homo 



sapiens 



<400> 13 



Met Lys Ser Val Leu Tyr Leu Tyr lie Leu Phe Leu Ser Cys lie ire 
15 10 15 
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Ile Asn Gly Arg AsA Ala Ala Pro Tyr Thr Pro Pro Asn Gly Lys Cys 
20 \ 25 30 

Lys Asp Thr Glu Tyr iWs Arg His Asn Leu Cys Cys Leu Ser Cys Pro 
35 \ 40 45 

Pro Gly Thr Tyr Ala SerYArg Leu Cys Asp Ser Lys Thr Asn Thr Gin 
50 ^5 60 

Cys Thr Pro Cys Gly Ser GlV Thr Phe Thr Ser Arg Asn Asn His Leu 
65 70 \ 75 80 

Pro Ala Cys Leu Ser Cys Asn Gly Arg Cys Asn Ser Asn Gin Val Glu 
85 N * 90 95 

Thr Arg Ser Cys Asn Thr Thr His Asn Arg lie Cys Glu Cys Ser Pro 
100 l v 05 110 

Gly Tyr Tyr Cys Leu Leu Lys Gly Ser Ser Gly Cys Lys Ala Cys Val 
115 120 \ 125 

Ser Gin Thr Lys Cys Gly lie Gly Tyr ^Gly Val Ser Gly His Thr Ser 
130 135 \ 140 

Val Gly Asp Val lie Cys Ser Pro Cys Giby Phe Gly Thr Tyr Ser His 
145 150 \ 155 160 

Thr Val Ser Ser Ala Asp Lys Cys Glu Pro Wal Pro Asn Asn Thr Phe 
165 170 \ 175 

Asn Tyr lie Asp Val Glu lie Thr Leu Tyr Prb Val Asn Asp Thr Ser 
180 185 \ 190 

Cys Thr Arg Thr Thr Thr Thr Gly Leu Ser Glu Ser lie Leu Thr Ser 
195 200 \ 205 

Glu Leu Thr lie Thr Met Asn His Thr Asp Cys Asn\Pro Val Phe Arg 
210 215 * 220 

Glu Glu Tyr Phe Ser Val Leu Asn Lys Val Ala Thr Ser Gly Phe Phe 
225 230 235 \ 240 



\ 



Thr Gly Glu Asn Arg Tyr Gin Asn lie Ser Lys Val Cys Thr Leu Asn 
245 250 \ 255 

Phe Glu lie Lys Cys Asn Asn Lys Gly Ser Ser Phe Lys GlnVeu Thr 
260 265 2' 



Lys Ala Lys Asn Asp Asp Gly Met Met Ser His Ser Glu Thr Val^ Thr 
275 280 285 



>70 \^ 
1 



Leu Ala Gly Asp Cys Leu Ser Ser Val Asp lie Tyr lie Leu Tyr Ser 
290 295 300 



Asn Thr Asn Ala Gin Asp Tyr Glu Thr Asp Thr lie Ser Tyr Arg Val 
305 310 315 320 
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Gly Asn Val Leu Ash Asp Asp Ser His Met Pro Gly Ser Cys Asn lie 
325\ 330 335 

His Lys Pro lie Thr Asn Ser Lys Pro Thr Arg Phe Leu 
340 \ 345 

<210> 14 
<211> 355 
<212> PRT 
<213> Homo sapiens 



<400> 14 

Met Lys Ser Tyr lie Leu Leu Leu 6eu Leu Ser Cys lie lie lie lie 
Q 1 5 \ 10 15 




Asn Ser Asp lie Thr Pro His Glu Pro Ser Asn Gly Lys Cys Lys Asp 
20 25\ 30 

Asn Glu Tyr Lys Arg His His Leu Cys Cys Leu Ser Cys Pro Pro Gly 
35 40 \ 45 

Thr Tyr Ala Ser Arg Leu Cys Asp Ser Lys Thr Asn Thr Asn Thr Gin 
50 55 \ 60 

Cys Thr Pro Cys Ala Ser Asp Thr Phe Thr Ser Arg Asn Asn His Leu 
65 70 7 N 5 80 

Pro Ala Cys Leu Ser Cys Asn Gly Arg Cys AsA Ser Asn Gin Val Glu 
85 90 \ 95 

Thr Arg Ser Cys Asn Thr Thr His Asn Arg lie Cys Asp Cys Ala Pro 
100 105 \ 110 

Gly Tyr Tyr Cys Phe Leu Lys Gly Ser Ser Gly Cys Lys Ala Cys Val 
115 120 125^ 

Ser Gin Thr Lys Cys Gly lie Gly Tyr Gly Val Ser Gly His Thr Pro 
130 135 140 \ 

Thr Gly Asp Val Val Cys Ser Pro Cys Gly Leu Gly Thr Tyr Ser His 
145 150 155 \ 160 

Thr Val Ser Ser Val Asp Lys Cys Glu Pro Val Pro Ser Asn Thr\Phe 
165 170 175 



""Asn Tyr lie Asp Val Glu lie Asn Leu Tyr Pro Val Asn Asp Thr Se\ 
' 180 185 190 

Cys Thr Arg Thr Thr Thr Thr Gly Leu Ser Glu Ser lie Ser Thr Ser 
195 200 205 
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Glu Leu Thr lie T^ir Met Asn His Lys Asp Cys Asp Pro Val Phe Arg 
210 \ 215 220 

Asn Gly Tyr Phe SerWal Leu Asn Glu Val Ala Thr Ser Gly Phe Phe 
225 ^230 235 240 

Thr Gly Gin Asn Arg Tvr Gin Asn lie Ser Lys Val Cys Thr Leu Asn 
245 \ 250 255 

Phe Glu lie Lys Cys Asn \Asn Lys Asp Ser Tyr Ser Ser Ser Lys Gin 
260 \ 265 270 

Leu Thr Lys Thr Lys Asn Asp Asp Asp Ser lie Met Pro His Ser Glu 
275 \280 285 

Ser Val Thr Leu Val Gly Asp Cys Leu Ser Ser Val Asp lie Tyr lie 
290 295 \ 300 

Leu Tyr Ser Asn Thr Asn Thr Gln\ Asp Tyr Glu Thr Asp Thr lie Ser 
305 310 \ 315 320 

Tyr His Val Gly Asn Val Leu Asp Vial Asp Ser His Met Pro Gly Arg 
325 \ 330 335 

Cys Asp Thr His Lys Leu lie Thr Asn\Ser Asn Ser Gin Tyr Pro Thr 
340 345 \ 350 

His Phe Leu 
355 

<210> 15 

<211> 506 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> Unsure 

<222> (11) . . (11) 

<223> May be any nucleotide 



<220> 



<221> Unsure 

<222> (124) . . (125) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (304) . . (304) 

<223> May be any nucleoti 

<220> 

<221> Unsure 

<222> (307) . . (307) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (311) . . (311) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (325) . . (325) 

<22 3> May be any nucleotide 



<220> 

<221> Unsure 
<222> (344) . . (344) 



# 
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<2 23> May be an^\ nucleotide 
<220> 

<2 21> Unsure 

<222> (357) . . (357) 

<22 3> May be any nucleotj 



<220> 

<221> Unsure 

<222> (379) . . (379) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (386) . . (386) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (390) . . (390) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (392) . . (392) 

<22 3> May be any nucleotide 



<220> 
<221> 



Unsure 



<222> (414) . . 0414) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (424) . . (424) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (433) . . (433) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (437) . . (437) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (445) . . (445) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (457) . . (457 ) 



<22 3> May be any nucleotide 



<220> 



* 




<221> Unsure 

<222> (473) . . (47: 

<22 3> May be any nucleotide 

<220> 

<22l> Unsure 

<222> (476) . . (476) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (485) . . (485) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (487) . . (487) 

<223> May be any nucleotide 

<220> 

<2 21> Unsure 

<222> (494) . . (494) 

<22 3> May be any nucleotide 



<220> 

<221> Unsure 



<222> (497) . . (497) 

<223> May be any nucleotide 
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<220> 

<221> Unsur^ 

<222> (501) . .\(501) 

<22 3> May be any nucleotide 



n 



<400> 15 

gaattcggca nagcctctcc\ acgcgcagaa ctcagccaac 
gagtttgacc agagatgcaa ggggtgaagg agcgcttcct 
cagnncgccc cggccgcctg atggccgagg cagggtgcga 
cgggaaccat accatggccc ggatccccaa gaccctaaag 
ggtcctgctg ccagtcctag cttac^ctgc caccactgcc 
cagncantgg ncccacagca acagnggcac agtttcaagg 
gtttttatag ttcagaacnt attggngctn tnaacccttg 
caangtttcc aanatgnact ttttngttcc ctgttanatt 



atttntnaac cttnccnggg naaatt 

<210> 16 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<220> 

<2 21> Unsure 

<222> (41) . . (41) 

<223> May be any nucleotide 

<220> 



gatttctgat 
accgttagga 
cccaggaccc 
ttcgtggtcg 
cggcagagga 
gggnaggagt 
cacaagggtt 
ttttaattag 



agatttttgg 
actctgggga 
aggacggcgt 
tcatcgtcgc 
agttncccag 
tttccancaa 
tggnttaaac 
ttnaanttaa 



60 
120 
180 
240 
300 
360 
420 
480 
506 



<221> Unsure 

<222> (300) . . (301) 

<223> May be any nucleotide 




+ 
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<220> 

<2 21> Unsure 

<222> (313) . . (3±S^) 

<223> May be any 

<220> 

<221> Unsure 

<222> (316) . . (316) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (325) . . (325) 

<223> May be any nucleotide 



<400> 16 

ggcagaggtg tctccagcct ggctctatct tcctccttgt na^tcgtccca tccccacatc 
ccgtgcaccc cccaggaccc tggtctcatc agtccctctc ctggagctgg gggtccacac 
atctcccagc caagtccaag agggcagggc cagttcctcc catcttaagg cccagccagg 
cagggggcag tcggctcctc aactgggtga caagggtgag gatgagaagt ggtcacgggg 
atttattcag ccttggtcag agcagaacac agatttttcc gtgtgttggt ttttactctn 
nttccccttc ttnatncccc tttcn 



60 
120 
180 
240 
300 
325 



<210> 17 

<211> 340 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> UnsuVe 

<222> (54) . .\s5) 

<22 3> May be an\ nucleotide 

<220> 

<221> Unsure 

<222> (59) . . (59) 

<22 3> May be any nucleotide 1 

<220> 

<2 21> Unsure 

<222> (62) . . (62) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (72) . . (72) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (134) . . (134) 

<223> May be any nucleotide 



<220> 

<221> Unsure 



<222> (172) . . (172) 

<22 3> May be any nucleotide 



# 
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<220> 

<221> UnsuVe 

<222> (181) .\(181) 

<223> May be an\ nucleotide 

<220> 

<221> Unsure 

<222> (235) . . (235) 

<223> May be any nucleotic 

<220> 

<221> Unsure 

<222> (269) . . (269) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (282) . . (282) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (308) . . (309) 

<223> May be any nucleotide 



<220> 



<221> Unsure 

<222> (338) . . (338) 

<22 3> May be any nucleotide 



# # 
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<400> 17 

ggcagaggcc ccagctgctg aagagacaat aatcaccagc ccggggactc ctgnntctnc 6 0 

tnattacctc tnatgteacca tcgtagggat catagttcta attgtgcctt ctaattgttt 120 

ttgtttgaaa aganttcaht gtggaagaaa ttccttcctt acctgtaagt tncaggtagg 18 0 

ngcctggctg agggcggggg gxrgctggtac actctctgac cctgcctccc tctgnctgtt 24 0 

ttcccacaga cagaaacgcc tgctacctgnc cccaagttcc tngtgttttc cagcctggct 3 00 

ctatcttnnc tccttgtgaa tcgttfeccat ccccacangc 340 



Q 

m 



<210> 18 

<211> 241 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> Unsure 

<222> (13) . . (13) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (34) . . (34) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (78) . . (78) 



<22 3> May be any nucleotide 



<220> 



<221> 
<222> 
<223> 



Unsure 
(84) . . (84) 
May be any nucleotide 



<220> 

<221> Unsure 

<222> (197) . . (197) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (204) . . (204) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (218) . . (218) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (220) . (220) 

<223> May be any nucleotide 
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<220> 

<221> Uiteure 

<222> (226\. . (226) 

<22 3> May be^any nucleotide 



<400> 18 

ccagggtctc ctnccccacc tgctgaagag acantgacca ccagcccggg gactcctgcc 



o 

*q 

m 
m 
m 
ru 

m 
a 
□ 

in 



\ 



tcttcctcat tacctctnat gnancatcgt agggatcata gttctaattg tgccttctga 
attgtgcttt gtttggaaag actLtcactgt gggaagaaat tccttcctta cctgaagttg 
caggtaggcc ctgggtnagg gcgng^ggcg ctggacantn tctggncctg gctgcccgct 

g 

<210> 19 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22l> misc_feature 

<223> PCR Primer 



60 
120 
180 
240 
241 



<400> 19 

cgcggatcca ccactgcccg gcaggag 



<210> 20 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> 

<221> misc feature 



<223> 



PCR Prime 



<400> 20 

gcgtctagac tagtaatgag a 

<210> 21 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<223> PCR Primer 

<400> 21 

cgctctagac cgccatcatg gcccggatcc ccaag 

<210> 22 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<223> PCR Primer 

<400> 22 

gcgtctagac tagtaatgag aagaggcagg 



<210> 23 
<211> 34 
<212> DNA 



* 




*7 
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<213> Artificial Sequence 



<220> 

<221> misc_feature 
<223> PCR Primer 



<400> 23 

cgcgaattcc gccatcatgg cccgg'iatccc caag 



34 



<210> 24 

0 <211> 27 

K 1 <212> DNA 

1 y 

:Q1 <213> Artificial Sequence 

1" <220> 

<221> misc_f eature 

<223> PCR Primer 



<400> 24 

gcgtctagag taatgagaag aggcagg 



27 



<210> 25 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> miscf eature 

<223> PCR Primer 



<400> 25 



-36- 



cgctctagac cgccatcatg gcccggatcc ccaag 



<210> 26 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



220> 

<221> misc_feature 
<223> PCR Primer 



<400> 26 > 
gcgtctagac tagtaatgag aagaggca< 



